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D3106-1 TdT Buffer (5X) 250ul
D3106-2 TdT (10U/pl) 20ul
D3106-3 Biotin-11-dUTP (5uM) 100p1
D3106-4 Biotin-Control Oligo (0.4uM) 1001
D3106-5 Ultrapure water Iml
D3106-6 eI B 200ul
D3106-7 TE 15ml
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1. #RTE:
a. HUHTAT Buffer (5X)- Biotin-11-dUTPAIUltrapure wateri&fi#, I8 T kit E4% M.
b. HUHFEFRICHIDNA #R%F, HKFBER1uM, JHE UK &R

2. DNAR4HHIPRIT:
a. WHEERMNAER:

Ultrapure water 29ul
TdT Buffer (5X) 10ul
FREFRICERET (1uM) 5ul
Biotin-11-dUTP (5uM) Sul
TdT (10U/ul) 1ul
AR 50ul

b. JHMEEWKITIRS], U)Zlvortex. 37°CHEH 307041
c. MAA2S5pREMFRICZ IR, BEBSIA RN,



3. TATHIZRR:
a. Tﬂ:%ﬂ‘ﬂa}if” ZabJa, IMAS2.5plE -7 8 (24:1), vortex A HUAHM KA 78 70 & LLERTAT(U - & 165 A HLARAN
KRR Z)o
b. 12000-14000g%ﬂu\1-2%¢ o WL G FiERUNB A R bR iC MDNATRES
4. FEFRIAL LD
Lﬁ%%%ﬁaﬁ@iiﬂ, A CAAAEAL R IC i fPRE . A EEI i, 2045 R ET S BCE JR BeSR IO I 45 R . I 4L, T DA%
MR 2D PR A
a. AT 100pbRic i PEREr, I VARFRRI2SpISMBS IR #% . PN 2ARFR RI200pl i oK S, AT
b. -70°CZ-80°CUTIE 1/MT, BY-20°CUTIEIL T -
c. 4°C, 12,000g-16,000g2 0230778k, /N0 KB WG, VI BT fl B i .
d. 4°C, 12,000g-16,000g250r1 7388 /NOIREFEREAR . ORI, EAREE S TE.
e. JMIASOulTE, SEAVEMRUUE. FRiciMERE T LL-20°C IR A7 .
5. RIS PR IC R A .
a. H5ul Biotin-Control Oligo (0.4pM), IIA196ul TE, V&%), #ifEi10nM Biotin-Control Oligo({F bR fh). HH & & 10nM
Biotin-Control Oligo, KX SnM. 2.5nM. InM. 0.5nMF10.25nM
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